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This Hsting of claims will replace all prior versions, and listings, of claims in the 
application: 

Listing of Claims : 

1-20. (canceled) 

21 . (currently amended) An array, array comprising a plurality of sets of nucleic acid 
probes, each set comprising a plurality of probe pools bound to a different region of a support, 
each pool comprising £i} a first probe that is common to th e prob e pools within th e s e t and 
complementary to a known marker located in a target nucleic aeidt acid, and (ii} a second probe 
that differs in sequence from the first probe; and wherein the first probes diff e r in s e qu e nce 
b e tw ee n the diff e r e nt sets within the same set have the same sequence but first probes in 
different sets have different sequences . 

22. (previously added) The array of claim 21, wherein the first probes in different 
sets are complementary to different markers on the target nucleic acid. 

23 . (currently amended) The array of claim 2 1 , wherein for any particular set of 
prob e s the second probes within the same set are the same length and collectively represent all 
possible sequences having that length. 

24. (previously added) An array comprising a plurality of different nucleic acid probe 
mixtures bound to different regions of a support, each mixture comprising an interrogation probe 
and a partner probe, wherein 

the interrogation probes are complementary to a first segment of a reference nucleic acid 
that contains an interrogation position and identical to one another except at the interrogation 
position, with different interrogation probes having a different one of the four nucleotide bases at 
the interrogation position; 
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the partner probe is complementary to a second segment of the reference nucleic acid that 
does not overlap the first segment; and 

different probe mixtures have different interrogation probes. 

25. (previously added) The array of claim 24, wherein different probe mixtures 
contain the same partner probe. 

26. (previously added) The array of claim 24, wherein different probe mixtures 
contain different partner probes that bind to different second segments. 

27. (currently amended) The array of claim 24, wherein the first and second 
segments are separated from one another on the reference s e quenc e nucleic acid . 

28. (currently amended) The array of claim 24, wherein the first and second 
segments are immediately adjacent one another on the reference sequ e nc e nucleic acid . 

29. (canceled) 

30. (currently amended) A method for analyzing a target nucleic acid sequence, 
comprising 

(a) providing an array comprising a plurality of different nucleic acid probe mixtures 
bound to different regions of a support, each mixture comprising an interrogation probe and a 
partner probe, wherein 

the interrogation probes are complementary to a first segment of a reference nucleic acid 
that contains an interrogation position and identical to one another except at the interrogation 
position, with different interrogation probes having a different one of the four nucleotide bases at 
the interrogation position; 

the partner probe is complementary to a second segment of the reference nucleic acid that 
does not overlap the first segment; and 

different probe mixtures have different interrogation probes; 
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(b) applying a sample comprising tfee a target nucleic acid to the array; and 

(c) determining the identity of the nucleotide base at the interrogation position of the 
target nucleic acid from the relative binding of the target nucleic acid to the different probe 
mixtures. 
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